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FunRich: Functional Enrichment analysis tool

RRID:SCR_014467
Type: Tool

Proper Citation

FunRich: Functional Enrichment analysis tool (RRID:SCR_014467)

Resource Information

URL: http://www.funrich.org/

Proper Citation: FunRich: Functional Enrichment analysis tool (RRID:SCR_014467)

Description: A software tool used for functional enrichment and interaction network analysis
of genes and proteins. Users can search against a default background database or load
customized database. The results can be depicted as venn, bar, column, pie and doughnut
charts.

Resource Type: software resource, software application, standalone software, data
analytics software

Defining Citation: PMID:25921073, PMID:26149235

Keywords: network analysis, background database, charts, data analytics software,
standalone software, bio.tools, FASEB list

Funding:

Availability: Public, Open Source

Resource Name: FunRich: Functional Enrichment analysis tool
Resource ID: SCR_014467

Alternate IDs: biotools:funrich

Alternate URLSs: https://bio.tools/funrich
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Record Creation Time: 20220129T080320+0000

Record Last Update: 20250517T060134+0000

Ratings and Alerts

No rating or validation information has been found for FunRich: Functional Enrichment
analysis tool.

No alerts have been found for FunRich: Functional Enrichment analysis tool.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 320 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET.

Mayyas A, et al. (2025) Deciphering the Anti-Diabetic Potential of Gymnema Sylvestre Using
Integrated Computer-Aided Drug Design and Network Pharmacology. Journal of cellular and
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Lin G, et al. (2024) Implications of m5C modifications in ribosomal proteins on oxidative
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