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Mascot

RRID:SCR_014322
Type: Tool

Proper Citation

Mascot (RRID:SCR_014322)

Resource Information

URL: http://www.matrixscience.com/server.html

Proper Citation: Mascot (RRID:SCR_014322)

Description: A software package and server used to identify and characterize proteins
from primary sequence databases using mass spectrometry data. Mascot integrates
peptide mass fingerprinting, sequence querying, and MS/MS ion searching in order to
search for proteins in databases like SwissProt, NCBInr, EMBL EST divisions,
contaminants, and cRAP. If a license is purchased, users may: search data sets that
exceed the 1200 spectrum limit of the free version; set up automated, high throughput
work; add and edit proteins and quantification methods; and search a preferred collection
of sequence databases. The software package works with instruments from AB Sciex,
Agilent, Bruker, Jeol, Shimadzu, Thermo Scientific, and Waters.

Synonyms: Mascot Server

Resource Type: software application, signal processing software, software resource, data
processing software, standalone software

Keywords: server, software package, mass spectrometry, protein, identify, characterize,
bio.tools

Availability: Free, Can be licensed for in-house use, Available for download
Resource Name: Mascot

Resource ID: SCR_014322

Alternate IDs: biotools:MASCOT

Alternate URLSs: http://www.matrixscience.com/search_intro.html,
https://bio.tools/MASCOT



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_014322/resolver
http://www.matrixscience.com/server.html

License: License cost is based on number of processors used by Mascot,
http://www.matrixscience.com/licensing.html

License URLs: http://www.matrixscience.com/legal.html
Record Creation Time: 20220129T080320+0000

Record Last Update: 20260729T044327+0000

Ratings and Alerts
No rating or validation information has been found for Mascot.

No alerts have been found for Mascot.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 6896 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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KamaY, et al. (2026) Notch interaction with RUNX factors regulates initiation of the T-
lineage program. The Journal of experimental medicine, 223(2).
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catalyzing ?-hydroxybutyrylation of KCTD9. Oncogene, 45(1), 87.

Breunig K, et al. (2025) SERBPL1 interacts with PARP1 and is present in PARylation-
dependent protein complexes regulating splicing, cell division, and ribosome biogenesis.
eLife, 13.
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with catalytic activity toward circular RNAs. Cell reports, 44(6), 115769.

Voigt O, et al. (2025) Genetic parallels in biomineralization of the calcareous sponge
Sycon ciliatum and stony corals. eLife, 14.
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E2F Function to Impact Castration-Resistant Prostate Cancer Growth. Clinical cancer
research : an official journal of the American Association for Cancer Research, 31(6),
11009.
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