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Proper Citation

CutDB (RRID:SCR_013420)

Resource Information

URL: http://cutdb.burnham.org

Proper Citation: CutDB (RRID:SCR_013420)

Description: The CutDB focuses on the annotation of individual proteolytic events, both
actual and predicted. Its offers searchable lists of proteases, Merops code, substrate, and
diseases from which users can specify their desired queries in order to obtain more
specific information. CutDB is one of the first systematic efforts to build an easily
accessible collection of documented proteolytic events for natural proteins in vivo or in
vitro. A CutDB entry is defined by a unique combination of these three attributes: protease,
protein substrate and cleavage site. Currently, CutDB integrates 3070 proteolytic events
for 470 different proteases captured from public archives (such as MEROPS and HPRD)
and publications. CutDB supports various types of data searches and displays, including
clickable network diagrams. Most importantly, CutDB is a community annotation resource
based on a Wikipedia approach, providing a convenient user interface to input new data
online. A recent contribution of 568 proteolytic events by several experts in the field of
matrix metallopeptidases suggests that this approach will significantly accelerate the
development of CutDB content.

Synonyms: CutDB

Resource Type: data or information resource, database

Keywords: predicted proteolytic event, protease, proteolysi

Resource Name: CutDB

Resource ID: SCR_013420

Alternate IDs: nif-0000-02706

Record Creation Time: 20220129T080316+0000

Record Last Update: 20260904T000328+0000

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_013420/resolver
http://cutdb.burnham.org


Ratings and Alerts

No rating or validation information has been found for CutDB.

No alerts have been found for CutDB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 13 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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