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Proper Citation

ComiR (RRID:SCR_013023)

Resource Information

URL: http://www.benoslab.pitt.edu/comir/

Proper Citation: ComiR (RRID:SCR_013023)

Description: Data analysis service that predicts whether a given mRNA is targeted by a set 
of miRNAs. ComiR uses miRNA expression to improve and combine multiple miRNA targets 
for each of the four prediction algorithms: miRanda, PITA, TargetScan and mirSVR. The 
composite scores of the four algorithms are then combined using a support vector machine 
trained on Drosophila Ago1 IP data.

Abbreviations: ComiR

Synonyms: Combinatorial miRNA targeting, ComiR: Combinatorial miRNA target prediction 
tool, ComiR - Combinatorial miRNA target prediction tool

Resource Type: analysis service resource, data analysis service, production service 
resource, service resource

Defining Citation: PMID:23703208, PMID:23284279

Keywords: mirna, bio.tools

Funding: NLM ;
Fondazione RiMED

Availability: Acknowledgement requested

Resource Name: ComiR

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_013023/resolver
http://www.benoslab.pitt.edu/comir/
https://pubmed.ncbi.nlm.nih.gov/23703208
https://pubmed.ncbi.nlm.nih.gov/23284279


Resource ID: SCR_013023

Alternate IDs: OMICS_00395, biotools:comir

Alternate URLs: https://bio.tools/comir

Record Creation Time: 20220129T080313+0000

Record Last Update: 20250430T055843+0000

Ratings and Alerts

No rating or validation information has been found for ComiR.

No alerts have been found for ComiR.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 26 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.

Menzies JAC, et al. (2024) A microRNA that controls the emergence of embryonic 
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extracellular vesicles derived from swine and human mesenchymal stem/stromal cells. Cell 
communication and signaling : CCS, 18(1), 124.
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hypersexual disorder with putative influence on oxytocin signalling: A DNA methylation 
analysis of miRNA genes. Epigenetics, 15(1-2), 145.

Bertolazzi G, et al. (2020) miR-1207-5p Can Contribute to Dysregulation of Inflammatory 
Response in COVID-19 via Targeting SARS-CoV-2 RNA. Frontiers in cellular and infection 
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datasets using meta-strategy based on comprehensive voting and artificial neural networks. 
BMC genomics, 20(1), 158.

Seong KM, et al. (2019) Impacts of Sub-lethal DDT Exposures on microRNA and Putative 
Target Transcript Expression in DDT Resistant and Susceptible Drosophila melanogaster 
Strains. Frontiers in genetics, 10, 45.

Zhang W, et al. (2019) MicroRNA-153 Decreases Tryptophan Catabolism and Inhibits 
Angiogenesis in Bladder Cancer by Targeting Indoleamine 2,3-Dioxygenase 1. Frontiers in 
oncology, 9, 619.

Jerez S, et al. (2019) Extracellular vesicles from osteosarcoma cell lines contain miRNAs 
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Zhang J, et al. (2019) MicroRNA?154 functions as a tumor suppressor in bladder cancer by 
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derived mesenchymal stem cells. Journal of cellular physiology, 233(8), 5926.
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biology, 19(1), 152.
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