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The Immunology Database and Analysis Portal
(ImmPort)

RRID:SCR_012804
Type: Tool

Proper Citation

The Immunology Database and Analysis Portal (ImmPort) (RRID:SCR_012804)

Resource Information

URL: https://www.immport.org/home

Proper Citation: The Immunology Database and Analysis Portal (ImmPort)
(RRID:SCR_012804)

Description: Data sharing repository of clinical trials, associated mechanistic studies, and
other basic and applied immunology research programs. Platform to store, analyze, and
exchange datasets for immune mediated diseases. Data supplied by NIAID/DAIT funded
investigators and genomic, proteomic, and other data relevant to research of these
programs extracted from public databases. Provides data analysis tools and immunology
focused ontology to advance research in basic and clinical immunology.

Abbreviations: ImmPort

Synonyms: Immunology Data and Analysis Portal, ImmPort system, ImmPort,
Immunology Database and Analysis Portal

Resource Type: ontology, data or information resource, controlled vocabulary, topical
portal, database, service resource, storage service resource, portal, data repository,
disease-related portal

Defining Citation: PMID:24791905

Keywords: immunology, basic, clinical, data, share, store, analyze, exchange, dataset,
immune, mediated, disease, analysis, tool, FASEB list

Related Condition: Immune mediated disease

Funding: NIH ;

NIAID ;

DAIT ;

NIAID HHSN266200400076C;
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Resource Name: The Immunology Database and Analysis Portal (ImmPort)
Resource ID: SCR_012804

Alternate IDs: nlx_152691, r3d100012529

Alternate URLSs: http://www.immport.org/immport-open/public/home/home,
http://www.immport.org/

Old URLSs: http://www.immport.org

License URLSs: http://www.immport.org/immport-open/public/home/studySearch,
http://mww.immport.org/immport-open/public/home/dataSubmission

Record Creation Time: 20220129T080312+0000

Record Last Update: 20260808T042743+0000

Ratings and Alerts

No rating or validation information has been found for The Immunology Database and
Analysis Portal (ImmPort).

No alerts have been found for The Immunology Database and Analysis Portal (ImmPort).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1383 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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adenocarcinoma by modulating myeloid-derived suppressor cell-induced T cell
exhaustion. Chinese medicine, 21(1).

Levan J, et al. (2026) Congenital cytomegalovirus infection drives oligoclonal expansion of
cytotoxic ?? T cells from early fetal progenitors. Journal of immunology (Baltimore, Md. :
1950), 215(6).

Wu D, et al. (2026) Integrative single-cell and spatial transcriptomics analysis reveals a
baicalein-responsive 10-gene signature for non-small cell lung cancer. Translational
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