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Resource Information

URL: http://www.scienceexchange.com/facilities/epigendx

Proper Citation: EpigenDx (RRID:SCR_012624)

Description: EpigenDx is a genomic and epigenomic research company specializing in
disease biomarker discovery and molecular diagnosis. The company provides products
related to DNA methylation analysis research. Currently available products include DNA
methylation controls and validated DNA methylation assays for human, mouse, and rat.
EpigenDx also provides products and laboratory services for scientific researchers from
academic, government and industrial communities. Our commitment to quality comes from
our desire and dedication to provide the best products and services to our customers.
EpigenDx has knowledge and expertise in Pyrosequencing and its many applications.
CpG methylation and allele quantification analysis are conducted using Qiagen-
Pyrosequencing PSQ MD system, while short-read sequence analysis is carried out using
Qiagen-Pyrosequencing PSQ ID system.

Abbreviations: EpigenDx

Resource Type: access service resource, service resource, commercial organization,
core facility

Resource Name: EpigenDx

Resource ID: SCR_012624

Alternate IDs: SciEx_570

Record Creation Time: 20220129T080311+0000

Record Last Update: 20260729T044308+0000

Ratings and Alerts
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No rating or validation information has been found for EpigenDx.

No alerts have been found for EpigenDx.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 121 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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