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Proper Citation

Sequentia Biotech SL (RRID:SCR_012435)

Resource Information

URL: https://www.sequentiabiotech.com/

Proper Citation: Sequentia Biotech SL (RRID:SCR_012435)

Description: Core aims to empower research institutes and private companies in the
fields of bioinformatics, biostatistics, biotechnologies, data management and R&D. Core is
organized into four specialized divisions: Sequentia Green, Sequentia Health, Sequentia
Research, and Sequentia Training.

Abbreviations: Sequentia Biotech, Sequentia
Synonyms: , Sequentia Biotechnologies, Sequentia

Resource Type: access service resource, service resource, commercial organization,
core facility

Keywords: transcriptomics, Metagenomics, Epigenomics, Genomics, biostatistics, data
management

Availability: Available to external user

Resource Name: Sequentia Biotech SL

Resource ID: SCR_012435

Alternate IDs: SciEx 13316

Alternate URLSs: http://www.scienceexchange.com/facilities/sequentia-biotech-s|
Record Creation Time: 20220129T080310+0000

Record Last Update: 20260729T044307+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_012435/resolver
https://www.sequentiabiotech.com/

No rating or validation information has been found for Sequentia Biotech SL.

No alerts have been found for Sequentia Biotech SL.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .

Tamburino R, et al. (2025) Genotype-specific transcriptomic response to drought stress in
potato cultivars modulated by microbial biostimulants. BMC plant biology, 25(1), 1777.
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Velasco-Aviles S, et al. (2022) A genetic compensatory mechanism regulated by Jun and
Mef2d modulates the expression of distinct class lla Hdacs to ensure peripheral nerve
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Sanchez-Botet A, et al. (2021) Atypical cyclin P regulates cancer cell stemness through
activation of the WNT pathway. Cellular oncology (Dordrecht), 44(6), 1273.

Warnecke A, et al. (2021) Successful Treatment of Noise-Induced Hearing Loss by
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Frontiers in cellular neuroscience, 15, 656930.

Thodberg S, et al. (2020) A flavin-dependent monooxygenase catalyzes the initial step in
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