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Proper Citation

ProMab Biotechnologies Inc. (RRID:SCR_012380)

Resource Information

URL: https://www.promab.com/about-us

Proper Citation: ProMab Biotechnologies Inc. (RRID:SCR_012380)

Description: Develops and commercializes recombinant proteins and custom monoclonal
antibodies through integration of bioinformatics, gene cloning, protein expression and
purification, and immunology, using high-throughput technologies. ProMab applies its
proteins and antibodies to deliver diagnostic products as well as services targeting the
global biomedical market through collaborations with other biotechnology and bio-reagent
companies.

Abbreviations: ProMab
Synonyms: ProMab Biotech, ProMab Biotechnologies
Resource Type: service resource, commercial organization

Keywords: combinant proteins, monoclonal antibodies, gene cloning, protein expression,
protein purification, immunology

Resource Name: ProMab Biotechnologies Inc.

Resource ID: SCR_012380

Alternate IDs: SciEx_ 12644

Alternate URLSs: https://www.promab.com/

Old URLSs: http://www.scienceexchange.com/facilities/promab-biotechnologies-inc
Record Creation Time: 20220129T080310+0000

Record Last Update: 20260729T044304+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_012380/resolver
https://www.promab.com/about-us

No rating or validation information has been found for ProMab Biotechnologies Inc..

No alerts have been found for ProMab Biotechnologies Inc..

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 13 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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