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Proper Citation

Scalpel (RRID:SCR_012107)

Resource Information

URL: http://scalpel.sourceforge.net/

Proper Citation: Scalpel (RRID:SCR_012107)

Description: A software package for detecting INDELs (INsertions and DELetions)
mutations in a reference genome which has been sequenced with next-generation
sequencing technology (e.g., Illumina).

Resource Type: software resource

Defining Citation: PMID:25128977

Keywords: software package, c++, perl, bio.tools

Resource Name: Scalpel

Resource ID: SCR_012107

Alternate IDs: biotools:scalpel, OMICS_05395

Alternate URLs: https://bio.tools/scalpel

Record Creation Time: 20220129T080308+0000

Record Last Update: 20260725T190727+0000

Ratings and Alerts

No rating or validation information has been found for Scalpel.

No alerts have been found for Scalpel.

Data and Source Information

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_012107/resolver
http://scalpel.sourceforge.net/
https://pubmed.ncbi.nlm.nih.gov/25128977


Source: SciCrunch Registry

Usage and Citation Metrics

We found 57 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Cancers, 14(21).

Freed-Pastor WA, et al. (2021) The CD155/TIGIT axis promotes and maintains immune
evasion in neoantigen-expressing pancreatic cancer. Cancer cell, 39(10), 1342.

Au L, et al. (2021) Determinants of anti-PD-1 response and resistance in clear cell renal
cell carcinoma. Cancer cell, 39(11), 1497.

Leoni G, et al. (2021) VENUS, a Novel Selection Approach to Improve the Accuracy of
Neoantigens' Prediction. Vaccines, 9(8).

Zhang Z, et al. (2021) Protocol for detecting plastic changes in defined neuronal
populations in neuropathic mice. STAR protocols, 2(3), 100698.

Jones W, et al. (2021) A verified genomic reference sample for assessing performance of
cancer panels detecting small variants of low allele frequency. Genome biology, 22(1),
111.

Ma Y, et al. (2021) Copy number loss in granzyme genes confers resistance to immune
checkpoint inhibitor in nasopharyngeal carcinoma. Journal for immunotherapy of cancer,
9(3).


