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Bioinformatics Organization

RRID:SCR_012008
Type: Tool

Proper Citation

Bioinformatics Organization (RRID:SCR_012008)

Resource Information

URL: http://www.bioinformatics.org/

Proper Citation: Bioinformatics Organization (RRID:SCR_012008)

Description: Organization that serves the scientific and educational needs of
bioinformatic practitioners and the general public. They develop and maintain
computational resources to facilitate world-wide communications and collaborations
between people of all educational and professional levels. They provide and promote open
access to the materials and methods required for, and derived from, research,
development and education.

Abbreviations: Bioinformatics.Org

Resource Type: data set, short course, software resource, community building portal,
service resource, production service resource, training resource, data analysis service,
data or information resource, portal, analysis service resource, job resource

Keywords: bioinformatics

Availability: The community can contribute to this resource
Resource Name: Bioinformatics Organization

Resource ID: SCR_012008

Alternate IDs: OMICS 01825

Record Creation Time: 20220129T080308+0000

Record Last Update: 20260807T042750+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_012008/resolver
http://www.bioinformatics.org/

No rating or validation information has been found for Bioinformatics Organization.

No alerts have been found for Bioinformatics Organization.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 298 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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