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Pompep

RRID:SCR_010536
Type: Tool

Proper Citation

Pompep (RRID:SCR_010536)

Resource Information

URL.: http://ftp://ftp.ebi.ac.uk/pub/databases/pombase/pombe/Protein _data/

Proper Citation: Pompep (RRID:SCR_010536)

Description: FTP site to access Schizosaccharomyces pombe protein data.
Abbreviations: Pompep

Synonyms: Schizosaccharomyces pombe protein data
Resource Type: data or information resource, data set
Keywords: schizosaccharomyces pombe, yeast, s. pombe
Funding:

Resource Name: Pompep

Resource ID: SCR_010536

Alternate IDs: nix_24725

Old URLs: ftp://ftp.sanger.ac.uk/pub/yeast/pombe/Protein_data/
Record Creation Time: 20220129T080259+0000

Record Last Update: 20250424T065101+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_010536/resolver
http://ftp://ftp.ebi.ac.uk/pub/databases/pombase/pombe/Protein_data/

No rating or validation information has been found for Pompep.

No alerts have been found for Pompep.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 942 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Echinococcus granulosus complex. PloS one, 9(5), €98357.



https://dknet.org/about/sources/nlx_144509-1
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_010536/resolver/mentions

Nguyen C, et al. (2014) Comparison of sequence variants in transcriptomic control regions
across 17 mouse genomes. Database : the journal of biological databases and curation,
2014, bau020.

Guo S, et al. (2014) Synergistic effects of targeted PI3K signaling inhibition and
chemotherapy in liposarcoma. PloS one, 9(4), €93996.
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plant biology, 14, 93.
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Hahnel S, et al. (2014) Gonad RNA-specific qRT-PCR analyses identify genes with potential
functions in schistosome reproduction such as SmFz1 and SmFGFRs. Frontiers in genetics,
5, 170.

Kwon YJ, et al. (2014) Alternative splicing and nonsense-mediated decay of circadian clock
genes under environmental stress conditions in Arabidopsis. BMC plant biology, 14, 136.
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