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Proper Citation

Bioinformatics Gent (RRID:SCR_010251)

Resource Information

URL: http://bioinformatics.psb.ugent.be/

Proper Citation: Bioinformatics Gent (RRID:SCR_010251)

Description: A University of Ghent center of excellence in the fields of gene prediction
and genome annotation, comparative and evolutionary genomics, and systems biology.
The team is involved in many international genome projects and has a particular interest in
genome evolution and gene and genome duplication events.

Synonyms: Bioinformatics and Evolutionary Genomics group, Bioinformatics and
Systems Biology Group

Resource Type: software resource, data or information resource, organization portal,
portal, software repository

Resource Name: Bioinformatics Gent

Resource ID: SCR_010251

Alternate IDs: nlx_156896

Record Creation Time: 20220129T080257+0000

Record Last Update: 20260807T042730+0000

Ratings and Alerts

No rating or validation information has been found for Bioinformatics Gent.

No alerts have been found for Bioinformatics Gent.

Data and Source Information

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_010251/resolver
http://bioinformatics.psb.ugent.be/


Source: SciCrunch Registry

Usage and Citation Metrics

We found 136 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .

Ju H, et al. (2026) Genome-Wide Identification and Expression Analysis of the Xyloglucan
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Khan M, et al. (2026) Pathogenic fungus Ustilago maydis exploits the lateral root
regulators to induce pluripotency in maize shoots. The New phytologist, 249(6), 2974.

Yu G, et al. (2026) OsOFP3 Negatively Regulates Heat Stress Tolerance by Modulating
H2O2 Homeostasis and Stomatal Aperture in Rice. Antioxidants (Basel, Switzerland),
15(3).

Wei Y, et al. (2026) The identification of gibberellin 2-oxidase gene family in cotton and
functional analysis. BMC plant biology, 26(1).

Wu Y, et al. (2026) Genome-wide identification and salt stress response analysis of the
WD40 protein family in Populus yunnanensis. BMC genomics, 27(1), 207.

Zhang C, et al. (2026) TkNACs Heterodimerization and Methyl Jasmonate Signaling
Synergistically Mediate Root Development in Taraxacum kok-saghyz. Plants (Basel,
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Carvalho JC, et al. (2026) Seasonal Changes in the Seminal Plasma Proteome of the
Crab-Eating Fox (Cerdocyon thous). Journal of proteome research, 25(2), 723.

Tian J, et al. (2025) The expression of Aldo-keto reductase gene OsKOB1 coordinates
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the regulation of terpenoid indole alkaloid biosynthesis in Catharanthus roseus L. BMC
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Ren NP, et al. (2025) The alfalfa AP2/ERF transcription factor MsCBF4 enhances frost
tolerance in Arabidopsis thaliana. BMC plant biology, 25(1), 1763.

Yu Y, et al. (2025) Research on the Antiaging Activity of Licorice Water Extract in Aging
Mice via Antioxidation, Neuronal Protection, Gut Microbiota Restoration, and
PI3K/AKT/mTOR Modulation. Mediators of inflammation, 2025, 8844859.
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secondary brain injury after intracerebral hemorrhage and its enhanced delivery via
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Tang MLY, et al. (2025) Varying effects of chlorination on microbial functional repertoire
and gene expression in contrasting effluents. Frontiers in microbiology, 16, 1593147.

Yang J, et al. (2025) Investigating the molecular mechanisms of the "Astragalus-
Codonopsis" herb pair in treating diabetes: a network pharmacology and bioinformatics
approach with molecular docking validation. Frontiers in bioengineering and
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Saunders EF, et al. (2025) Inflammatory Oxidative Stress Compounds Inhibit Insulin
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