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Proper Citation

Oncomine Research Platform (RRID:SCR_007834)

Resource Information

URL: http://www.oncomine.org

Proper Citation: Oncomine Research Platform (RRID:SCR_007834)

Description: Oncomine Research Platform is a partially-commercial suite of products for 
online cancer gene expression analysis dedicated to the academic and non-profit research 
community. Oncomine combines a rapidly growing compendium of 20,000+ cancer 
transcriptome profiles with a sophisticated analysis engine and a powerful web application 
for data-mining and visualization. Oncomine facilitates rapid and reliable biomarker and 
therapeutic target discovery, validation and prioritization. Oncomine was developed by 
physicians, scientists, and software engineers at the University of Michigan and is now fully 
supported for the academic and non-profit research community by Compendia Bioscience.

Synonyms: OncoMine

Resource Type: analysis service resource, data analysis service, production service 
resource, service resource

Keywords: FASEB list

Funding:

Resource Name: Oncomine Research Platform

Resource ID: SCR_007834

Alternate IDs: nif-0000-03218, OMICS_00775, SCR_010949

Record Creation Time: 20220129T080244+0000
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Record Last Update: 20250430T055533+0000

Ratings and Alerts

No rating or validation information has been found for Oncomine Research Platform.

No alerts have been found for Oncomine Research Platform.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 3608 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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