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Proper Citation

GrainGenes (RRID:SCR_007696)

Resource Information

URL: http://wheat.pw.usda.gov

Proper Citation: GrainGenes (RRID:SCR_007696)

Description: Grain Genes is a genome database for Triticeae and Avena. It contains tools
that allow users to browse graingenes, search the MySQL database, and view maps,
genetic markers, gene expression and sequences.

Synonyms: GrainGenes

Resource Type: database, data or information resource

Keywords: agriculture, avena, plant genome, triticeae, FASEB list

Resource Name: GrainGenes

Resource ID: SCR_007696

Alternate IDs: nif-0000-02925, r3d100012363

Alternate URLs: https://doi.org/10.17616/R3D08J, https://doi.org/10.17616/R3D08J

Record Creation Time: 20220129T080243+0000

Record Last Update: 20260807T042656+0000

Ratings and Alerts

No rating or validation information has been found for GrainGenes.

No alerts have been found for GrainGenes.

Data and Source Information

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_007696/resolver
http://wheat.pw.usda.gov


Source: SciCrunch Registry

Usage and Citation Metrics

We found 322 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Malik AS, et al. (2025) Conversion of elite bread wheat cultivars HD3086 and HD2932 into
cytoplasmic male sterile (CMS) lines and their genetic assessment to develop CMS-based
hybrids. BMC plant biology, 25(1), 1539.

Pan Y, et al. (2025) Genome-wide analysis of the COMT gene family in Avena sativa:
insights into lignin biosynthesis and disease defense mechanisms. Frontiers in plant
science, 16, 1609698.
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Hewitt TC, et al. (2025) Divergent molecular pathways govern temperature-dependent
wheat stem rust resistance genes. Nature communications, 16(1), 4905.


