
Resource Summary Report

Generated by dkNET on Aug 7, 2026

SEURAT
RRID:SCR_007322
Type: Tool

Proper Citation

SEURAT (RRID:SCR_007322)

Resource Information

URL: http://seurat.r-forge.r-project.org/

Proper Citation: SEURAT (RRID:SCR_007322)

Description: Software tool which provides interactive visualization capability for the
integrated analysis of high-dimensional gene expression data. Visual analytics for the
integrated analysis of microarray data.

Abbreviations: SEURAT

Synonyms: SEURAT: Visual analytics for the integrated analysis of microarray data

Resource Type: software resource

Defining Citation: PMID:20525257

Keywords: Visual analytics, integrated analysis of microarray data, microarray,

Funding: Deutsche José Carreras Leukämie-Stiftung

Resource Name: SEURAT

Resource ID: SCR_007322

Alternate IDs: OMICS_00733

Record Creation Time: 20220129T080241+0000

Record Last Update: 20260801T190327+0000

Ratings and Alerts

No rating or validation information has been found for SEURAT.

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_007322/resolver
http://seurat.r-forge.r-project.org/
https://pubmed.ncbi.nlm.nih.gov/20525257


No alerts have been found for SEURAT.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 394 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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selection restricts the growth of CSPG4-expressing triple-negative breast cancer. NPJ
precision oncology, 10(1).
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Diverse Tumor and Microenvironment Features of Pituitary Neuroendocrine Tumors.
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Potential in Sarcoma. Cancer immunology research, 14(5), 751.

Kroehling L, et al. (2026) A highly resolved integrated single-cell atlas of HPV-negative
head and neck cancer. Communications medicine, 6(1).

Altendorf L, et al. (2026) Molecular changes during AT/RT progression associated with
epithelial-mesenchymal transition and extracellular matrix changes. Acta
neuropathologica, 152(1).

Rosenbaum E, et al. (2026) Tumor and Immune Dynamics Following Sequential CDK4/6
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Cancer research communications, 6(2), 437.

Maeda M, et al. (2026) CRISPR screen of human pancreatic cancer xenografts identifies a
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Mearelli M, et al. (2026) C9orf72 Repeat Expansion Induces Metabolic Dysfunction in
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e70080.
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Cancer research communications, 6(1), 17.


