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Proper Citation

Potential Drug Target Database (RRID:SCR_007069)

Resource Information

URL: http://www.dddc.ac.cn/pdtd/

Proper Citation: Potential Drug Target Database (RRID:SCR_007069)

Description: It is a dual function database that associates an informatics database to a
structural database of known and potential drug targets. PDTD is a comprehensive, web-
accessible database of drug targets, and focuses on those drug targets with known 3D-
structures. PDTD contains 1207 entries covering 841 known and potential drug targets
with structures from the Protein Data Bank (PDB). Drug targets of PDTD were categorized
into 15 and 13 types according to two criteria: therapeutic areas and biochemical criteria.
The database supports extensive searching function using PDB ID, target name and
category, related disease.

Abbreviations: PDTD

Synonyms: Potential Drug Target Database

Resource Type: data or information resource, database

Keywords: drug, biochemical, informatics, protein, structural, therapeutic

Resource Name: Potential Drug Target Database

Resource ID: SCR_007069

Alternate IDs: nif-0000-20891

Record Creation Time: 20220129T080239+0000

Record Last Update: 20260729T044150+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_007069/resolver
http://www.dddc.ac.cn/pdtd/


No rating or validation information has been found for Potential Drug Target Database.

No alerts have been found for Potential Drug Target Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 17 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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