
Resource Summary Report

Generated by dkNET on Jul 31, 2026

BioBricks Foundation
RRID:SCR_006779
Type: Tool

Proper Citation

BioBricks Foundation (RRID:SCR_006779)

Resource Information

URL: http://biobricks.org/

Proper Citation: BioBricks Foundation (RRID:SCR_006779)

Description: The BioBricks Foundation (BBF) is dedicated to advancing synthetic biology
to benefit all people and the planet. To achieve this, we must make engineering biology
easier, safer, equitable, and more open. We do this in the following ways: by ensuring that
the fundamental building blocks of synthetic biology are freely available for open
innovation; by creating community, common values and shared standards; and by
promoting biotechnology for all constructive interests. We envision a world in which
scientists and engineers work together using BioBric parts freely available standardized
biological parts to create safe, ethical solutions to the problems facing humanity. We
envision synthetic biology as a force for good in the world. We see a future in which
architecture, medicine, environmental remediation, agriculture, and many other fields are
using the technology of synthetic biology. Our supporters are many and include
corporations, individuals, institutions, foundations, government, corporations, and others.
Currently, the BBF''s key programs include: * BIOFAB * BioBrick Public Agreement *
Technical Standards Framework * Conferences and Workshops * BBF Global Network *
OpenWetWare

Abbreviations: BBF

Resource Type: institution

Resource Name: BioBricks Foundation

Resource ID: SCR_006779

Alternate IDs: grid.487833.3, nlx_19572

Alternate URLs: https://ror.org/03kqtp318
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Ratings and Alerts

No rating or validation information has been found for BioBricks Foundation.

No alerts have been found for BioBricks Foundation.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 35 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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