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Proper Citation

SeqGSEA (RRID:SCR_005724)

Resource Information

URL.: http://bioconductor.org/packages/devel/bioc/html/SeqgGSEA.html

Proper Citation: SeqGSEA (RRID:SCR_005724)

Description: Software package that provides methods for gene set enrichment analysis of
high-throughput RNA-Seq data by integrating differential expression and splicing. It uses
negative binomial distribution to model read count data, which accounts for sequencing
biases and biological variation. Based on permutation tests, statistical significance can also
be achieved regarding each gene"s differential expression and splicing, respectively.

Abbreviations: SeqGSEA

Synonyms: SeqGSEA - Gene Set Enrichment Analysis (GSEA) of RNA-Seq Data:
integrating differential expression and splicing

Resource Type: data analysis software, software resource, data processing software,
software application

Keywords: differential expression, gene expression, gene set enrichment, rna-seq,
sequencing, splicing

Funding:
Availability: GNU General Public License, v3 or newer
Resource Name: SeqGSEA

Resource ID: SCR_005724



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_005724/resolver
http://bioconductor.org/packages/devel/bioc/html/SeqGSEA.html

Alternate IDs: OMICS 02251
Record Creation Time: 20220129T080232+0000

Record Last Update: 20250425T055450+0000

Ratings and Alerts
No rating or validation information has been found for SeqGSEA.

No alerts have been found for SeqGSEA.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 31 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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promoting tumor ferroptosis. EMBO molecular medicine, 16(5), 1193.

Vellky JE, et al. (2024) ERBB3 Overexpression is Enriched in Diverse Patient Populations
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Cancer Research, 30(8), 1530.

Lio CT, et al. (2024) Comprehensive benchmark of differential transcript usage analysis for
static and dynamic conditions. bioRxiv : the preprint server for biology.

Guan X, et al. (2024) Inhibition of HDAC2 sensitises antitumour therapy by promoting
NLRP3/GSDMD-mediated pyroptosis in colorectal cancer. Clinical and translational
medicine, 14(6), e1692.

Balcioglu O, et al. (2024) Mcam stabilizes a luminal progenitor-like breast cancer cell state
via Ck2 control and Src/Akt/Stat3 attenuation. NPJ breast cancer, 10(1), 80.

Xu P, et al. (2024) Proteostasis perturbation of N-Myc leveraging HSP70 mediated protein
turnover improves treatment of neuroendocrine prostate cancer. Nature communications,
15(1), 6626.
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20520.
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