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Proper Citation

STRING (RRID:SCR_005223)

Resource Information

URL: http://string.embl.de/

Proper Citation: STRING (RRID:SCR_005223)

Description: Database of known and predicted protein interactions. The interactions
include direct (physical) and indirect (functional) associations and are derived from four
sources: Genomic Context, High-throughput experiments, (Conserved) Coexpression, and
previous knowledge. STRING quantitatively integrates interaction data from these sources
for a large number of organisms, and transfers information between these organisms
where applicable. The database currently covers 5''214''234 proteins from 1133
organisms. (2013)

Abbreviations: STRING

Synonyms: Search Tool for the Retrieval of Interacting Genes/Proteins, STRING - Known
and Predicted Protein-Protein Interactions

Resource Type: database, data or information resource

Defining Citation: PMID:23203871, PMID:21045058, PMID:18940858, PMID:17098935,
PMID:15608232, PMID:12519996

Keywords: protein association, protein functional association, protein interaction, protein-
protein interaction, protein, sequence, protein sequence, interaction, gene, FASEB list

Funding: BMBF ;
European Union FP6 ;
EMBO ;
ProBioC ;
Swiss Institute of Bioinformatics

Resource Name: STRING
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Resource ID: SCR_005223

Alternate IDs: nif-0000-03503, r3d100010604

Alternate URLs: https://doi.org/10.17616/R3VS40

Record Creation Time: 20220129T080229+0000

Record Last Update: 20260807T042622+0000

Ratings and Alerts

No rating or validation information has been found for STRING.

No alerts have been found for STRING.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 32678 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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2549.
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and influences anti-tumors responses in patients. Translational lung cancer research,
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Frontiers in medicine, 13, 1842564.
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visceral pain. Physiological genomics, 58(1), 12.
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Cell biology international, 50(4), e70158.
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cancer research : MCR, 24(3), 188.

Osman ST, et al. (2026) Repurposing SGLT2 and DPP-4 inhibitors for mild cognitive
impairment in type 2 diabetes mellitus: Insights from proteomics, target prediction and
molecular docking. British journal of pharmacology, 183(10), 2533.


