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Proper Citation

NHGRI Sample Repository for Human Genetic Research (RRID:SCR_004528)

Resource Information

URL: http://ccr.coriell.org/Sections/Collections/NHGRI/?SsId=11

Proper Citation: NHGRI Sample Repository for Human Genetic Research 
(RRID:SCR_004528)

Description: DNA samples and cell lines from fifteen populations, including the samples 
used for the International HapMap Project, the HapMap 3 Project and the 1000 Genomes 
Project (except for the CEPH samples). All of the samples were contributed with consent to 
broad data release and to their use in many future studies, including for extensive 
genotyping and sequencing, gene expression and proteomics studies, and all other types of 
genetic variation research. NHGRI led the contribution of the NIH to the International 
HapMap Project, which developed a haplotype map of the human genome. This haplotype 
map, called the HapMap is a publicly available tool that allows researchers to find genes and 
genetic variations that affect health and disease. The samples from four populations used to 
develop the HapMap were initially housed in the Human Genetic Cell Repository of the 
National Institute of General Medical Sciences (NIGMS). Except for the Utah CEPH samples 
that were in the NIGMS Repository before the initiation of the HapMap Project and remain 
there, the NHGRI Repository now houses all of the HapMap samples. The NHGRI repository 
also houses the extended set of HapMap samples, which includes additional samples from 
the HapMap populations and samples from seven additional populations. All of the samples 
were collected with extensive community engagement, including discussions with members 
of the donor communities about the ethical and social implications of human genetic variation 
research. These samples were studied as part of the HapMap 3 Project. The NHGRI 
repository also houses the samples for the International 1000 Genomes Project. This Project 
is lightly sequencing genome-wide 2500 samples from 27 populations. This project aims to 
provide a detailed map of human genetic variation, including common and rare SNPs and 
structural variants. This map will allow more precise localization of genomic regions that 
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contribute to health and disease. The 1000 Genomes Project includes many of the samples 
from the HapMap and extended set of HapMap samples, as well as samples being collected 
from additional populations. Currently, samples from five additional populations are available; 
the others will become available during 2011 and 2012. No identifying or phenotypic 
information is available for the samples. Donors gave broad consent for use of the samples, 
including for genotyping, sequencing, and cellular phenotype studies. Samples collected 
from other populations for the study of human genetic variation may be added to the 
collection in the future. The NHGRI Repository distributes high quality lymphoblastoid cell 
lines and DNA from the samples to researchers. DNA is provided in plates or panels of 70 to 
100 samples or as individual samples. Cell cultures and DNA samples are distributed only to 
qualified professional persons who are associated with recognized research, medical, 
educational, or industrial organizations engaged in health-related research or health delivery.

Abbreviations: NHGRI Repository

Synonyms: Sample Repository for Human Genetic Research

Resource Type: biomaterial supply resource, cell repository, material resource

Keywords: genome, frozen, gene, dna, cell line, lymphoblastoid cell line, genetic variation

Related Condition: All

Funding: NHGRI

Availability: Qualified professional

Resource Name: NHGRI Sample Repository for Human Genetic Research

Resource ID: SCR_004528

Alternate IDs: nlx_143818

Record Creation Time: 20220129T080225+0000

Record Last Update: 20250422T055153+0000

Ratings and Alerts

No rating or validation information has been found for NHGRI Sample Repository for Human 
Genetic Research.

No alerts have been found for NHGRI Sample Repository for Human Genetic Research.

Data and Source Information

Source:  SciCrunch Registry 
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Usage and Citation Metrics

We found 1 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.

Zeng J, et al. (2019) Rare missense variants in the human cytosolic antibody receptor 
preserve antiviral function. eLife, 8.
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