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UniProtKB

RRID:SCR_004426
Type: Tool

Proper Citation

UniProtkB (RRID:SCR_004426)

Resource Information

URL: http://www.uniprot.org/help/uniprotkb

Proper Citation: UniProtkKB (RRID:SCR_004426)

Description: Central repository for collection of functional information on proteins, with
accurate and consistent annotation. In addition to capturing core data mandatory for each
UniProtKB entry (mainly, the amino acid sequence, protein name or description,
taxonomic data and citation information), as much annotation information as possible is
added. This includes widely accepted biological ontologies, classifications and cross-
references, and experimental and computational data. The UniProt Knowledgebase
consists of two sections, UniProtKB/Swiss-Prot and UniProtKB/TrEMBL.
UniProtKB/Swiss-Prot (reviewed) is a high quality manually annotated and non-redundant
protein sequence database which brings together experimental results, computed
features, and scientific conclusions. UniProtKB/TrEMBL (unreviewed) contains protein
sequences associated with computationally generated annotation and large-scale
functional characterization that await full manual annotation. Users may browse by
taxonomy, keyword, gene ontology, enzyme class or pathway.

Synonyms: UniProtKB, UniProtKB/Swiss-Prot, UniProtKB/TrEMBL, UniProt
Knowledgebase

Resource Type: service resource, data or information resource, data repository,
database, storage service resource

Defining Citation: PMID:15888679, PMID:18287689

Keywords: protein, annotation, amino acid sequence, taxonomy, proteome

Availability: Available to the research community, The community can contribute to this
resource

Resource Name: UniProtkB



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_004426/resolver
http://www.uniprot.org/help/uniprotkb
https://pubmed.ncbi.nlm.nih.gov/15888679
https://pubmed.ncbi.nlm.nih.gov/18287689

Resource ID: SCR_004426

Alternate IDs: r3d100011521, nix_53981
Alternate URLSs: https://doi.org/10.17616/R3NK9Z
Record Creation Time: 20220129T080224+0000

Record Last Update: 20260729T044059+0000

Ratings and Alerts
No rating or validation information has been found for UniProtKB.

No alerts have been found for UniProtKB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 6654 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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regeneration research, 21(4), 1641.
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science, 19(1), e70449.
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open bio, 16(1), 127.
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45(1), 310.
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mesenchymal stromal cells across multiple tissues. Science advances, 12(1), eady9664.
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