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Proper Citation

Open Biological and Biomedical Ontologies Relationship Types (RRID:SCR_004409)

Resource Information

URL.: http://purl.bioontology.org/ontology/OBOREL

Proper Citation: Open Biological and Biomedical Ontologies Relationship Types
(RRID:SCR_004409)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented on April 23,
2014. Ontology that defines core relations used in all OBO ontologies. Obsolete. Replaced
with RO.

Abbreviations: OBOREL

Resource Type: controlled vocabulary, data or information resource, ontology
Keywords: obo

Funding:

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Open Biological and Biomedical Ontologies Relationship Types
Resource ID: SCR_004409

Alternate IDs: nIx_157539

Record Creation Time: 20220129T080224+0000

Record Last Update: 20250522T060154+0000
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Ratings and Alerts

No rating or validation information has been found for Open Biological and Biomedical
Ontologies Relationship Types.

No alerts have been found for Open Biological and Biomedical Ontologies Relationship
Types.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 59 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Scientific data, 11(1), 363.
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Standardization. ArXiv.
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