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Proper Citation

GenomeNet (RRID:SCR_004165)

Resource Information

URL: http://www.genome.jp/

Proper Citation: GenomeNet (RRID:SCR_004165)

Description: GenomeNet is a Japanese network of database and computational services
for genome research and related research areas in biomedical sciences, operated by the
Kyoto University Bioinformatics Center. GenomeNet was established in September 1991
under the Human Genome Program of the then Ministry of Education, Science and
Culture (Monbusho). The GenomeNet service has been developed by the Kanehisa
Laboratory in Kyoto University as part of the research projects. GenomeNet is operated
using the Supercomputer System of the Institute for Chemical Research, Kyoto University.
LinkDB is supported by the National Bioscience Database Center of the Japan Science
and Technology Agency.

Resource Type: data or information resource, database, organization portal, portal,
computation service resource

Keywords: FASEB list

Resource Name: GenomeNet

Resource ID: SCR_004165

Alternate IDs: nlx_18770

Record Creation Time: 20220129T080223+0000

Record Last Update: 20260818T043213+0000

Ratings and Alerts

No rating or validation information has been found for GenomeNet.

No alerts have been found for GenomeNet.

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_004165/resolver
http://www.genome.jp/


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1074 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Microorganisms, 14(6).
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Li S, et al. (2026) Gatm ablation disrupts spermatogenesis by impairing ribosome
biogenesis and coupling defective steroid biosynthesis to immunoglobulin silencing.
Frontiers in cell and developmental biology, 14, 1786659.

Awed MJM, et al. (2026) Prevalence of staphylococcal enterotoxin genes and
phylogenetic analysis of coagulase-negative Staphylococcus aureus from buffalo
subclinical mastitis milk in Nineveh Governorate, Iraq. Open veterinary journal, 16(3),
1534.
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in gastric cancer through a multi-omics approach with emphasis on ROS and ferroptosis.
Translational oncology, 64, 102642.
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Koike A, et al. (2026) A neuregulin-like ligand and EGF receptor underpin Echinococcus
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