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National Center for Biomedical Ontology

RRID:SCR_003304
Type: Tool

Proper Citation

National Center for Biomedical Ontology (RRID:SCR_003304)

Resource Information

URL.: http://www.bioontology.org

Proper Citation: National Center for Biomedical Ontology (RRID:SCR_003304)

Description: Organization that provides biomedical researchers with online tools and a web
portal enabling them to access, review, and integrate disparate ontological resources in all
aspects of biomedical investigation and clinical practice. A major focus of the work involves
the use of biomedical ontologies to aid in the management and analysis of data derived from
complex experiments.

Abbreviations: NCBO

Resource Type: training resource, portal, database, organization portal, data or information
resource

Defining Citation: PMID:21672956, PMID:23734708

Keywords: biomedical ontology, biomedical software tools
Funding: NHGRI U54 HG004028

Availability: Available to the research community
Resource Name: National Center for Biomedical Ontology
Resource ID: SCR_003304

Alternate IDs: nif-0000-31891
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Ratings and Alerts

No rating or validation information has been found for National Center for Biomedical
Ontology.

No alerts have been found for National Center for Biomedical Ontology.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 26 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET.
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