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Nuclear Receptor Signaling Atlas

RRID:SCR_003287
Type: Tool

Proper Citation

Nuclear Receptor Signaling Atlas (RRID:SCR_003287)

Resource Information

URL: https://www.signalingpathways.org/ominer/query.jsf

Proper Citation: Nuclear Receptor Signaling Atlas (RRID:SCR_003287)

Description: THIS RESOURCE IS NO LONGER IN SERVICE.Documented on February
25, 2022.Software tool as knowledge environment resource that accrues, develops, and
communicates information that advances understanding of structure, function, and role in
disease of nuclear receptors (NRs) and coregulators. It specifically seeks to elucidate
roles played by NRs and coregulators in metabolism and development of metabolic
disorders. Includes large validated data sets, access to reagents, new findings, library of
annotated prior publications in field, and journal covering reviews and techniques.As of
March 20, 2020, NURSA is succeeded by the Signaling Pathways Project (SPP).

Abbreviations: NURSA

Synonyms: NURSA - Nuclear Receptor Signaling Atlas, NURSA - The Nuclear Receptor
Signaling Atlas

Resource Type: biomaterial supply resource, material resource

Defining Citation: DOI:10.1101/401729

Keywords: nuclear receptor, coregulator, metabolism, metabolic disorder, type 2
diabetes, obesity, osteoporosis, lipid dysregulation, cardiovascular disease, oncology,
regenerative medicine, environmental agent, genomics, proteomics, reagent, ligand,
microarray, gene expression, data set, data analysis service, nuclear receptor signaling,
signaling, high through put screening, receptor, ligand, journal, molecule, affinity
purification, g-pcr, chip-chip, animal model, antibody, cell line, primer, transcriptomine,
clinical trial, disease, drug, data set

Related Condition: Metabolic disorder, Type 2 diabetes mellitus, Obesity, Osteoporosis,
Lipid dysregulation, Cardiovascular disease, Diabetes, Cancer



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_003287/resolver
https://www.signalingpathways.org/ominer/query.jsf
https://dx.doi.org/10.1101/401729

Funding: NHLBI ;
NIEHS ;
NICHD ;
NIDDK DK097748

Availability: Free, Freely available

Resource Name: Nuclear Receptor Signaling Atlas
Resource ID: SCR_003287

Alternate IDs: nif-0000-03208

Alternate URLSs: https://dknet.org/about/NURSA _Archive
Old URLs: http://www.nursa.org

Record Creation Time: 20220129T080218+0000

Record Last Update: 20260725T191225+0000

Ratings and Alerts
No rating or validation information has been found for Nuclear Receptor Signaling Atlas .

No alerts have been found for Nuclear Receptor Signaling Atlas .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 135 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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