Resource Summary Report

Generated by dkNET on Apr 30, 2025

Geospiza

RRID:SCR_003264
Type: Tool

Proper Citation

Geospiza (RRID:SCR_003264)

Resource Information

URL.: http://www.geospiza.com/

Proper Citation: Geospiza (RRID:SCR_003264)

Description: Developer of enterprise-class software systems for workflow management of
genetic analysis. Geospiza has established itself as the life science industry's top software
developer for meeting the combined laboratory, data management and analytical needs of
biotechnology and pharmaceutical companies, universities, researchers, contract core and
diagnostic laboratories involved in genetic testing and manufacturing bio-therapeutics.
Geospiza's products are designed and built by biologists, enabling researchers to focus on
the science, not the software. *GeneSifter Analysis Edition: Access easy-to-use statistical,
visualization and annotation tools for Microarray and Next Generation Sequencing data.
*GeneSifter Lab Edition: Manage cross-platform core lab operations from a single interface
out-of-the-box.

Abbreviations: Geospiza
Synonyms: Geospiza Inc.

Resource Type: software resource, material service resource, service resource, commercial
organization, production service resource

Keywords: genetic analysis, microarray, next generation sequencing, data management
Funding:
Availability: Commercial license

Resource Name: Geospiza
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https://dknet.org/data/record/nlx_144509-1/RRID:SCR_003264/resolver
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Resource ID: SCR_003264

Alternate IDs: OMICS_01127, nif-0000-31431
Old URLSs: http://www.geospiza.com/finchtv.html
Record Creation Time: 20220129T080218+0000

Record Last Update: 20250430T055212+0000

Ratings and Alerts
No rating or validation information has been found for Geospiza.

No alerts have been found for Geospiza.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 103 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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