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Proper Citation

TelSeq (RRID:SCR_002730)

Resource Information

URL: https://github.com/zd1/telseq

Proper Citation: TelSeq (RRID:SCR_002730)

Description: Software that measures average telomere length from whole genome or 
exome shotgun sequence data.

Resource Type: software resource

Defining Citation: PMID:24609383

Keywords: c++

Funding:

Availability: GNU General Public License

Resource Name: TelSeq

Resource ID: SCR_002730

Alternate IDs: OMICS_03276

Record Creation Time: 20220129T080215+0000

Record Last Update: 20250420T014119+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_002730/resolver
https://github.com/zd1/telseq
https://pubmed.ncbi.nlm.nih.gov/24609383


No rating or validation information has been found for TelSeq.

No alerts have been found for TelSeq.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 48 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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for ATRX localization in ALT suppression. bioRxiv : the preprint server for biology.

Burren OS, et al. (2024) Genetic architecture of telomere length in 462,666 UK Biobank 
whole-genome sequences. Nature genetics, 56(9), 1832.
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resistomes and mobilomes. Genome research, 34(11), 2048.
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cancer cells. Cell reports, 43(11), 114964.
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Hart SFM, et al. (2023) Centuries of genome instability and evolution in soft-shell clam, Mya?
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human telomere length. Nature communications, 14(1), 8517.

Light N, et al. (2023) Germline TP53 mutations undergo copy number gain years prior to 
tumor diagnosis. Nature communications, 14(1), 77.

Gerovska D, et al. (2023) A distinct circular DNA profile intersects with proteome changes in 
the genotoxic stress-related hSOD1G93A model of ALS. Cell & bioscience, 13(1), 170.
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Alzheimer's disease. Scientific reports, 13(1), 14747.
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Diabetes care, 45(3), 701.


