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ToRNADO

RRID:SCR_002706
Type: Tool

Proper Citation

ToRNADo (RRID:SCR_002706)

Resource Information

URL.: https://simtk.org/home/rna-viz-proto

Proper Citation: TORNADo (RRID:SCR_002706)

Description: A software application for animating and visualising RNA and other
macromolecular structures. Users are able to use their intuition to interactively refold RNA
structures and produce morphs from one structure to another. It allow researchers to
explore and manipulate molecular structures Imported from BiositeMaps registry, to better
understand structure:function relationships, folding pathways, and molecular motion.

Resource Type: data visualization software, software resource, software application, data
processing software

Keywords: duplex, protein, rna, visualization

Funding: NIH ;

NIGMS R01GM107340;

NIGMS U54GM072970

Availability: Free, Available for download, Freely available
Resource Name: ToRNADo

Resource ID: SCR_002706

Alternate IDs: nif-0000-23335

License: MIT License

Record Creation Time: 20220129T080214+0000

Record Last Update: 20260729T044039+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_002706/resolver
https://simtk.org/home/rna-viz-proto

No rating or validation information has been found for TORNADo.

No alerts have been found for TORNADo.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 95 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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