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MUMA

RRID:SCR_002412
Type: Tool

Proper Citation

MUMA (RRID:SCR_002412)

Resource Information

URL.: http://cran.r-project.org/web/packages/muma/

Proper Citation: MUMA (RRID:SCR_002412)

Description: Software that provides guidelines for the whole process of metabolomic data
interpretation, from data pre-processing, to dataset exploration and visualization, to
identification of potentially interesting metabolites. Guidelines outline the following
processes: preprocessing of high-throughput data (normalization and scalings); principal
component analysis with help tool for choosing best-separating principal components and
automatic testing for outliers; automatic univariate analysis for parametric and non-
parametric data, with generation of specific reports (volcano and box plots); partial least
square discriminant analysis (PLS-DA); orthogonal partial least square discriminant analysis
(OPLS-DA); Statistical Total Correlation Spectroscopy (STOCSY); and Ratio Analysis
Nuclear Magnetic Resonance (NMR) Spectroscopy (RANSY).

Abbreviations: MUMA

Synonyms: Metabolomics Univariate and Multivariate Analysis (MUMA), Metabolomic
Univariate and Multivariate Analysis

Resource Type: standalone software, software application, software resource

Keywords: standalone software, mac os x, unix/linux, windows, r, metabolomics, univariate,
multivariate, data analysis

Funding:

Resource Name: MUMA



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_002412/resolver
http://cran.r-project.org/web/packages/muma/

Resource ID: SCR_002412

Alternate IDs: OMICS_03370

License: GNU General Public License v2

Record Creation Time: 20220129T080213+0000

Record Last Update: 20250508T064748+0000

Ratings and Alerts
No rating or validation information has been found for MUMA.

No alerts have been found for MUMA.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 25 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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