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MetaMorph Microscopy Automation and Image
Analysis Software

RRID:SCR_002368
Type: Tool

Proper Citation

MetaMorph Microscopy Automation and Image Analysis Software (RRID:SCR_002368)

Resource Information

URL.: http://www.moleculardevices.com/Products/Software/Meta-Imaging-
Series/MetaMorph.html

Proper Citation: MetaMorph Microscopy Automation and Image Analysis Software
(RRID:SCR_002368)

Description: Software tool for automated microscope acquisition, device control, and image
analysis. Used for integrating dissimilar fluorescent microscope hardware and peripherals
into a single custom workstation, while providing all the tools needed to perform analysis of
acquired images. Offers user friendly application modules for analysis such as cell signaling,
cell counting, and protein expression.

Abbreviations: MetaMorph

Synonyms: MetaMorph version 7.8.0.0, Molecular Devices Metamorph Premier Software,
MetaMorph image analysis software, MetaMorph Microscopy Automation and Image
Analysis Software

Resource Type: data processing software, software resource, data acquisition software,
image acquisition software, image analysis software, software application

Defining Citation: PMID:18367250

Keywords: automated, microscope, acquisition, device, control, image, analysis,
fluorescent, cell, signaling, counting, protein, expression, Molecular Devices

Funding:
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Availability: Commercially available

Resource Name: MetaMorph Microscopy Automation and Image Analysis Software
Resource ID: SCR_002368

Alternate IDs: SciRes_000136

Record Creation Time: 20220129T080213+0000

Record Last Update: 20250428T052938+0000

Ratings and Alerts

No rating or validation information has been found for MetaMorph Microscopy Automation
and Image Analysis Software.

No alerts have been found for MetaMorph Microscopy Automation and Image Analysis
Software.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8008 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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