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Proper Citation

Apollo (RRID:SCR_001936)

Resource Information

URL: http://gmod.org/wiki/Apollo

Proper Citation: Apollo (RRID:SCR_001936)

Description: A standalone Java application with a GUI (graphical user interface) for
editing genome annotations. Like GBrowse, it allows users to scroll and zoom in on areas
of interest in a sequence; authorized users can edit annotations and write the changes
back to the underlying database. Apollo can run off GFF3 or a Chado database, and it can
also integrate with remote services, such as BLAST and Primer BLAST analyses.

Abbreviations: Apollo

Resource Type: software application, software resource

Defining Citation: PMID:19439563, PMID:12537571, DOI:10.1186/gb-2002-3-12-
research0082

Keywords: java, genome annotation, genome, annotation, windows, mac os x, linux,
solaris, unix, bio.tools, FASEB list

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Apollo

Resource ID: SCR_001936

Alternate IDs: OMICS_11761, biotools:apollo, OMICS_01933

Alternate URLs: https://bio.tools/apollo, https://sources.debian.org/src/aragorn/

Record Creation Time: 20220129T080210+0000

Record Last Update: 20260727T040311+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_001936/resolver
http://gmod.org/wiki/Apollo
https://pubmed.ncbi.nlm.nih.gov/19439563
https://pubmed.ncbi.nlm.nih.gov/12537571
https://dx.doi.org/10.1186/gb-2002-3-12-research0082
https://dx.doi.org/10.1186/gb-2002-3-12-research0082


No rating or validation information has been found for Apollo.

No alerts have been found for Apollo.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 274 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Xia JB, et al. (2025) FoxO3 controls cardiomyocyte proliferation and heart regeneration by
regulating Sfrp2 expression in postnatal mice. Nature communications, 16(1), 2532.
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motherwort (Leonurus japonicus, Lamiaceae): structural dynamics, organelle-to-nuclear
gene transfer, and evolutionary implications. Frontiers in plant science, 16, 1546449.

Li Y, et al. (2025) Mitochondrial genome structural variants and candidate cytoplasmic
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