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CYRILLIC
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Type: Tool

Proper Citation

CYRILLIC (RRID:SCR_001823)

Resource Information

URL.: https://www.apbenson.com/cyrillic-downloads

Proper Citation: CYRILLIC (RRID:SCR_001823)

Description: Software application for pedigree drawing with fully integrated risk analysis
and support for industry standard databases (MS Access and Corel Paradox). It is
designed for genetic counselors and others who work with patients. Cyrillic 2 draws
pedigrees, works with genetic marker data, lets you do haplotyping and allows exports to a
range of linkage analysis packages.

Abbreviations: Cyrillic
Synonyms: CyrillicSoftware
Resource Type: software application, commercial organization, software resource

Defining Citation: PMID:1973333

Keywords: gene, genetic, genomic, visual c++, ms-windows, pedigree, linkage analysis,
risk analysis, FASEB list

Availability: Free, Available for download, Freely available
Resource Name: CYRILLIC

Resource ID: SCR_001823

Alternate IDs: nix_154279, OMICS_00208

Old URLSs: http://www.cyrillicsoftware.com

License: Apache License, Commercial license

Record Creation Time: 20220129T080209+0000
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Record Last Update: 20260729T044025+0000

Ratings and Alerts
No rating or validation information has been found for CYRILLIC.

No alerts have been found for CYRILLIC.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 52 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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genetics, 15, 1396797.

Chen M, et al. (2023) Phenotype, genotype, and management of congenital fibrosis of
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experimental ophthalmology = Albrecht von Graefes Archiv fur klinische und
experimentelle Ophthalmologie, 261(3), 879.

Martin-Luengo B, et al. (2023) Do pictures influence memory and metamemory in Chinese
vocabulary learning? Evidence from Russian and Colombian learners. PloS one, 18(11),
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e42261.
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22(3), 232.
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