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Type: Tool

Proper Citation

GlycoMod (RRID:SCR_001602)

Resource Information

URL: http://web.expasy.org/glycomod/

Proper Citation: GlycoMod (RRID:SCR_001602)

Description: A tool that can predict the possible oligosaccharide structures that occur on 
proteins from their experimentally determined masses. This is done by comparing the mass 
of the glycan to a list of pre-computed masses of glycan compositions. The program can be 
used with free or derivatised glycans and for glycopeptides where the peptide mass or 
protein is known. Compositional constraints can be applied to the output. Note: You can use 
GlycanMass to calculate the mass of an oligosaccharide structure from its oligosaccharide 
composition.

Abbreviations: GlycoMod

Synonyms: GlycoMod Tool

Resource Type: analysis service resource, production service resource, data analysis 
service, service resource

Defining Citation: PMID:11680880

Keywords: predict, oligosaccharide structure, protein, mass, oligosaccharide, glycopeptide, 
glycoprotein, oligosaccharide composition, mass spectrometry, glycosylation, composition, 
glycan, structure, n-linked oligosaccharide, o-linked oligosaccharide, monosaccharide 
residue

Funding:

Resource Name: GlycoMod

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_001602/resolver
http://web.expasy.org/glycomod/
https://pubmed.ncbi.nlm.nih.gov/11680880


Resource ID: SCR_001602

Alternate IDs: nlx_153859

Record Creation Time: 20220129T080208+0000

Record Last Update: 20250426T055450+0000

Ratings and Alerts

No rating or validation information has been found for GlycoMod.

No alerts have been found for GlycoMod.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 104 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Lipids, N-Glycans, and Peptides in Fresh-Frozen Rodent Brain Tissues. Analytical chemistry, 
97(2), 1338.
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Song W, et al. (2023) Expression of GnT-III decreases chemoresistance via negatively 
regulating P-glycoprotein expression: Involvement of the TNFR2-NF-?B signaling pathway. 
The Journal of biological chemistry, 299(4), 103051.

Hsu YP, et al. (2023) Structural remodeling of SARS-CoV-2 spike protein glycans reveals the 
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accompany neutrophil granulopoiesis. Proceedings of the National Academy of Sciences of 
the United States of America, 120(36), e2303867120.

Lee YR, et al. (2023) High-Resolution N-Glycan MALDI Mass Spectrometry Imaging of 
Subchondral Bone Tissue Microarrays in Patients with Knee Osteoarthritis. Analytical 
chemistry, 95(34), 12640.
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excretion and N-glycosylation pattern. Scientific reports, 13(1), 17815.
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N-Glycan MALDI Imaging Mass Spectrometry of Tissues, Cells, and Biofluids. Analytical 
chemistry, 95(19), 7475.
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bioanalytical chemistry, 414(26), 7597.
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luminal domain for its activity toward glycoprotein substrates. The Journal of biological 
chemistry, 298(3), 101666.
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