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BLASTN

RRID:SCR_001598
Type: Tool

Proper Citation

BLASTN (RRID:SCR_001598)

Resource Information

URL:
http://blast.ncbi.nim.nih.gov/Blast.cgi?PROGRAM=blastn&BLAST PROGRAMS=megaBlast&PAGE

Proper Citation: BLASTN (RRID:SCR_001598)

Description: Web application to search nucleotide databases using a nucleotide query.
Algorithms: blastn, megablast, discontiguous megablast.

Abbreviations: BLASTn
Synonyms: NCBI BLASTN, Nucleotide Blast, Standard Nucleotide BLAST

Resource Type: service resource, production service resource, data analysis service,
data or information resource, analysis service resource, database

Defining Citation: PMID:17666756, PMID:18567917

Keywords: nucleotide, alignment, compare, sequence, genome, blast, transcript, dna
sequence

Availability: Free, Freely available
Resource Name: BLASTN

Resource ID: SCR_001598

Alternate IDs: nix_153932, OMICS_00990

Alternate URLS:
http://blast.ncbi.nim.nih.gov/Blast.cgi?PROGRAM=Dblastn&PAGE_TYPE=BlastSearch&LINK_LOC=k

Record Creation Time: 20220129T080208+0000

Record Last Update: 20260807T042527+0000



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_001598/resolver
http://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastn&BLAST_PROGRAMS=megaBlast&PAGE_TYPE=BlastSearch
https://pubmed.ncbi.nlm.nih.gov/17666756
https://pubmed.ncbi.nlm.nih.gov/18567917

Ratings and Alerts
No rating or validation information has been found for BLASTN.

No alerts have been found for BLASTN.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 21160 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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lytic phages. Nature microbiology, 11(1), 42.
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associations. Parasitology, 153(2), 230.
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Staphylococcus aureus Causing Healthcare-Associated Bloodstream Infections in Brazil:
Results from A Prospective Countrywide Multicenter Study. Infectious diseases and
therapy, 15(2), 507.

Bedoya-Urrego K, et al. (2026) Next-Gen intestinal parasite detection: Leveraging
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perspective. PloS one, 21(1), e0339774.

Mungunkhuyag K, et al. (2026) Isolation and characterization of heavy metal tolerant
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Wang M, et al. (2026) Temporal dynamics of the fecal microbiome in wintering seagulls: a
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Regulated Operons Contributes to Surface Adaptation in Salmonella. Microbial
biotechnology, 19(2), e70312.
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