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RRID:SCR_001572
Type: Tool

Proper Citation

sumo (RRID:SCR_001572)

Resource Information

URL.: http://www.glycosciences.de/tools/sumo/

Proper Citation: sumo (RRID:SCR_001572)

Description: Service that searches carbohydrate structures for motifs commonly used for
carbohydrate classification, like N- and O-glycan cores, Lewis antigens, etc. Note: Sumo is
currently under construction. Motif searches are a frequently used tool in proteomics. For
carbohydrate structures, there are also many motifs classified in the literature, e.g. the Lewis
antigens or the diverse O-glycan core structures. Sumo is a tool to locate such motifs in a
carbohydrate structure given in LINUCS or in IUPAC nomenclature.

Abbreviations: sumo
Synonyms: sumo: SUgar MOtif search, SUgar MOtif search

Resource Type: analysis service resource, data analysis service, production service
resource, service resource

Keywords: carbohydrate, structure, carbohydrate structure, motif, carbohydrate
classification, sugar, iupac, nomenclature, notation

Funding:
Resource Name: sumo
Resource ID: SCR_001572

Alternate IDs: nlx_152885
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Record Creation Time: 20220129T080208+0000

Record Last Update: 20250521T060801+0000

Ratings and Alerts
No rating or validation information has been found for sumo.

No alerts have been found for sumo.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 213 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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