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Proper Citation

Globin Gene Server (RRID:SCR_001480)

Resource Information

URL: http://globin.cse.psu.edu/

Proper Citation: Globin Gene Server (RRID:SCR_001480)

Description: Data and tools for studying the function of DNA sequences, with an emphasis 
on those involved in the production of hemoglobin. It includes information about naturally-
occurring human hemoglobin mutations and their effects, experimental data related to the 
regulation of the beta-like globin gene cluster, and software tools for comparing sequences 
with one another to discover regions that are likely to play significant roles.

Abbreviations: Globin Gene Server

Resource Type: data or information resource, source code, training material, resource, data 
analysis service, service resource, database, software resource, narrative resource, analysis 
service resource, production service resource

Defining Citation: PMID:11857738, PMID:11480780, PMID:9799599, PMID:9576329, 
PMID:8088828

Keywords: dna sequence, hemoglobin, mutation, globin gene cluster, sequence 
comparison, functional genomics, gene, alignment, genetic analysis, variant, gene 
expression, protein, thalassemia, globin gene, genome, pairwise alignment, multiple 
alignment, annotation, sequence analysis, dna
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Resource Name: Globin Gene Server

Resource ID: SCR_001480

Alternate IDs: nlx_152723

Record Creation Time: 20220129T080207+0000

Record Last Update: 20250521T060758+0000

Ratings and Alerts

No rating or validation information has been found for Globin Gene Server .

No alerts have been found for Globin Gene Server .

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 27 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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different molecular basis. Genetics and molecular biology, 42(4), e20190032.
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Rawa K, et al. (2017) Two novel C-terminal frameshift mutations in the ?-globin gene lead to 
rapid mRNA decay. BMC medical genetics, 18(1), 65.
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Seen from a Historical Standpoint. Mediterranean journal of hematology and infectious 
diseases, 9(1), e2017018.
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