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Proper Citation

Visualization and Analysis of Networks containing Experimental Data (VANTED) 
(RRID:SCR_001138)

Resource Information

URL: https://immersive-analytics.infotech.monash.edu/vanted/

Proper Citation: Visualization and Analysis of Networks containing Experimental Data 
(VANTED) (RRID:SCR_001138)

Description: Software tool for extendable network visualization and analysis for the life 
sciences. It is Java-based and allows users to create, edit and map data onto existing or new 
networks. Experimental datasets can be visualized on network elements as graphical charts 
to show time series data or data of different treatments, as well as environmental conditions 
in the context of the underlying biological processes. Users can utilize built-in statistical 
algorithms to evaluate mapped data.

Abbreviations: VANTED

Synonyms: Visualization and Analysis of Networks containing Experimental Data, VANTED 
v2

Resource Type: software application, data visualization software, data analysis software, 
data processing software, software resource

Defining Citation: PMID:23140568

Keywords: binary executable, simulation software, signal processing software, java, network 
visualization, statistical analysis, bio.tools

Funding:

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_001138/resolver
https://dknet.org/data/record/nlx_144509-1/RRID:SCR_001138/resolver
https://immersive-analytics.infotech.monash.edu/vanted/
https://pubmed.ncbi.nlm.nih.gov/23140568


Availability: Open source

Resource Name: Visualization and Analysis of Networks containing Experimental Data 
(VANTED)

Resource ID: SCR_001138

Alternate IDs: biotools:vanted, nif-0000-00373

Alternate URLs: https://bitbucket.org/vanted-dev/vanted/src, https://bio.tools/vanted

Old URLs: http://vanted.ipk-gatersleben.de/

License URLs: https://immersive-
analytics.infotech.monash.edu/vanted/index.php?file=doc122.html

Record Creation Time: 20220129T080205+0000

Record Last Update: 20250519T203114+0000

Ratings and Alerts

No rating or validation information has been found for Visualization and Analysis of Networks 
containing Experimental Data (VANTED).

No alerts have been found for Visualization and Analysis of Networks containing 
Experimental Data (VANTED).

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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a stemness-mediated process. Scientific reports, 4, 3852.
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experiments. Computational and structural biotechnology journal, 4, e201301003.
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one, 7(9), e46140.

He S, et al. (2010) LucidDraw: efficiently visualizing complex biochemical networks within 
MATLAB. BMC bioinformatics, 11, 31.

Byrnes RW, et al. (2009) An editor for pathway drawing and data visualization in the 
Biopathways Workbench. BMC systems biology, 3, 99.

Coulibaly I, et al. (2008) Bioinformatic tools for inferring functional information from plant 
microarray data II: Analysis beyond single gene. International journal of plant genomics, 
2008, 893941.

Junker BH, et al. (2006) VANTED: a system for advanced data analysis and visualization in 
the context of biological networks. BMC bioinformatics, 7, 109.


