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Proper Citation

RRID:Addgene_22733

Plasmid Information

URL: http://www.addgene.org/22733

Proper Citation: RRID:Addgene_22733

Insert Name: Lox66-pU(delta)TK-EM7Neo-Lox2272

Bacterial Resistance: Ampicillin

Defining Citation: PMID:21324933

Vector Backbone Description: Backbone Marker:Stratagene; Backbone Size:2969;
Vector Backbone:pBluescript KS+; Vector Types:Cre/Lox, BAC recombineering; Bacterial
Resistance:Ampicillin

Comments: Please note that the plasmid names and lox sites have been corrected since
publication.

Plasmid Name: pLCA.66/2272

Relevant Mutation: This vector was designed for assembling gene targeting constructs
using the BAC recombineering approach. The vector contains a puromycin-
(delta)thymidine kinase fusion gene driven by the mouse phosphoglycerol kinase promoter
(pUDTK) and a neomycin resistant gene driven by the bacterial EM7 promoter (EM7neo).
These selectable markers are flanked by lox66 and lox2272 sites (Cre-recombinase
recognition sequences) in a pBluescript KS+ backbone with a modified multi-cloning
region

Record Creation Time: 20220422T222101+0000

Record Last Update: 20260801T081017+0000

Ratings and Alerts
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No rating or validation information has been found for pLCA.66/2272.

No alerts have been found for pLCA.66/2272.

Data and Source Information

Source: Addgene

Usage and Citation Metrics

We found 7 mentions in open access literature.
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