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Purified anti-HA.11 Epitope Tag
RRID:AB_2565006
Type: Antibody

Proper Citation

BioLegend Cat# 901501, RRID:AB_2565006

Antibody Information

URL: http://antibodyregistry.org/AB_2565006

Proper Citation: BioLegend Cat# 901501, RRID:AB_2565006

Target Antigen: HA.11

Host Organism: mouse

Clonality: monoclonal

Comments: Applications: WB, FC, ICC, IP, Purification

Antibody Name: Purified anti-HA.11 Epitope Tag

Description: This monoclonal targets HA.11

Clone ID: Clone 16B12

Antibody ID: AB_2565006

Vendor: BioLegend

Catalog Number: 901501

Alternative Catalog Numbers: 901503, 901502, 901533

Record Creation Time: 20250820T065141+0000

Record Last Update: 20250821T010458+0000

Ratings and Alerts

No rating or validation information has been found for Purified anti-HA.11 Epitope Tag.

No alerts have been found for Purified anti-HA.11 Epitope Tag.
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Data and Source Information

Source: Antibody Registry
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