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|11-Hybridoma

RRID:CVCL_G654
Type: Cell Line

Proper Citation

ATCC Cat# CRL-2700, RRID:CVCL_G654

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL G654

Proper Citation: ATCC Cat# CRL-2700, RRID:CVCL_G654

Description: Cell line 11-Hybridoma is a Hybridoma with a species of origin Mus musculus
(Mouse)

Category: Hybridoma

Organism: Mus musculus (Mouse)

Name: 11-Hybridoma

Cross References: CLO:CLO_0004325, ATCC:CRL-2700, Wikidata:Q54897078
ID: CVCL_G654

Vendor: ATCC

Catalog Number: CRL-2700

Hierarchy: cvcl_2199

Record Creation Time: 20220427T220625+0000

Record Last Update: 20260815T234304+0000

Ratings and Alerts
No rating or validation information has been found for 11-Hybridoma.

No alerts have been found for I11-Hybridoma.

Data and Source Information


https://dknet.org
https://dknet.org/data/record/SCR_013869-1/RRID:CVCL_G654/resolver
https://web.expasy.org/cellosaurus/CVCL_G654

Source: Cellosaurus

Usage and Citation Metrics
We found 29 mentions in open access literature.
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