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NCI-H3122
RRID:CVCL_5160
Type: Cell Line

Proper Citation

RRID:CVCL_5160

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_5160

Proper Citation: RRID:CVCL_5160

Description: Cell line NCI-H3122 is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Male

Disease: Lung adenocarcinoma

Defining Citation: PMID:11030152, PMID:12759538, PMID:18594010, PMID:20679594,
PMID:22961666, PMID:23344087, PMID:24675041, PMID:26361996, PMID:27397505,
PMID:29444439, PMID:29681454, PMID:30894373, PMID:30971826, PMID:31068700,
PMID:31803961, PMID:35839778

Comments: Population: Caucasian., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: NCI-H3122

Synonyms: H3122, H-3122, NCIH3122

Cross References: CLO:CLO_0037033, EFO:EFO_0022675, ArrayExpress:E-MTAB-
3610, BioGRID_ORCS_Cell_line:962, BioSample:SAMN10989614,
cancercelllines:CVCL_5160, Cell_Model_Passport:SIDM00137, ChEMBL-
Cells:CHEMBL4295436, ChEMBL-Targets:CHEMBL4296475, CLS:300484,
Cosmic:755472, Cosmic:914951, Cosmic:1146912, Cosmic:2245571, Cosmic-
CLP:1240190, DepMap:ACH-000337, EGA:EGAS00001000082,
EGA:EGAS00001000978, GDSC:1240190, GEO:GSM171874, GEO:GSM171875,
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GEO:GSM253349, GEO:GSM434307, GEO:GSM794370, GEO:GSM817107,
GEO:GSM1374739, GEO:GSM1374740, GEO:GSM1670238, IGRhCellID:H3122GEO,
LINCS_LDP:LCL-1675, NCI-DTP:NCI-H3122, PharmacoDB:NCIH3122_1104_2019,
PRIDE:PXD002556, PRIDE:PXD030304, Progenetix:CVCL_5160,
PubChem_Cell_line:CVCL_5160, Wikidata:Q54908028
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Ratings and Alerts

No rating or validation information has been found for NCI-H3122.

No alerts have been found for NCI-H3122.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 19 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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