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501-mel
RRID:CVCL_4633
Type: Cell Line

Proper Citation

RRID:CVCL_4633

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_4633

Proper Citation: RRID:CVCL_4633

Description: Cell line 501-mel is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Female

Disease: Melanoma

Defining Citation: PMID:8027550, PMID:9670966, PMID:10048982, PMID:15467732,
PMID:15592718, PMID:20149136, PMID:21343389, PMID:23671654, PMID:23851445,
PMID:25950383, PMID:25960936, PMID:30674989

Comments: From: Rosenberg, Steven A.; Surgery Branch, National Cancer Institute,
National Institutes of Health; Bethesda; USA.

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: 501-mel

Synonyms: 501-MEL, 501 mel, 501 Mel, 501Mel, 501mel, 501MEL, 501, Mel 501,
Mel501, MEL501, Me 501, Me-501, Me501

Cross References: BTO:BTO_0002956, cancercelllines:CVCL_4633, CGH-DB:9296-4,
Cosmic:686481, Cosmic:876680, Cosmic:905210, Cosmic:1197392, Cosmic:1238106,
Cosmic:1458962, Cosmic:1559440, Cosmic:2159451, Cosmic:2163827, Cosmic:2440478,
ESTDAB:ESTDAB-120, GEO:GSM188239, GEO:GSM188269, GEO:GSM188328,
GEO:GSM433918, GEO:GSM555120, GEO:GSM555174, IGRhCellID:501Mel,
Progenetix:CVCL_4633, Wikidata:Q54603677
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Ratings and Alerts

No rating or validation information has been found for 501-mel.

No alerts have been found for 501-mel.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 22 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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