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Schneider 2
RRID:CVCL_Z232
Type: Cell Line

Proper Citation

RRID:CVCL_Z232

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_Z232

Proper Citation: RRID:CVCL_Z232

Description: Cell line Schneider 2 is a Spontaneously immortalized cell line with a
species of origin Drosophila melanogaster (Fruit fly)

Sex: Male

Defining Citation: PMID:873048, PMID:4625067, PMID:8799737, PMID:15038778,
PMID:16409117, PMID:16593348, PMID:17417030, PMID:17890361, PMID:23891577,
PMID:24434506, PMID:33389257, PMID:39052691

Comments: Virology: Not susceptible to infection by SARS coronavirus 2 (SARS-CoV-2)
(COVID-19) (PubMed=33389257)., Group: Insect cell line.

Category: Spontaneously immortalized cell line

Organism: Drosophila melanogaster (Fruit fly)

Name: Schneider 2

Synonyms: S2, S-2, SC-2, SL-2, SL2, Line 2, Schneider's Line S2, Schneider's line 2,
Schneider Line 2, Schneider L2, Schneider's Drosophila Line2, SCHNEIDER-2,
SCHNEIDER S2, Schneider S2, Drosophila Line 2, D. mel. (2), D.Mel-2, D.mel-2, WR69-
DM-2, WR-DM-2, Dm2, Drosophila line No. 2, DL2, S2-ATCC, S2-Invitrogen, S2-RIKEN,
S2U

Cross References: BTO:BTO_0001677, CLO:CLO_0008922, CLO:CLO_0008971,
CLO:CLO_0050770, EFO:EFO_0001233, CLDB:cl4242, CLDB:cl4270, ATCC:CRL-1963,
BCRC:60442, CCRID:1101INS-PUMC000516, CCTCC:GDC0138, ChEMBL-
Cells:CHEMBL3308861, DSMZ:ACC-130, DSMZCellDive:ACC-130, ECACC:90070554,
FlyBase_Cell_line:FBtc0000999, FlyBase_Cell_line:FBtc9000001,
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Ratings and Alerts

No rating or validation information has been found for Schneider 2.

Warning:  Discontinued: ECACC; 90070554
Virology: Not susceptible to infection by SARS coronavirus 2 (SARS-CoV-2) (COVID-19)
(PubMed=33389257)., Group: Insect cell line.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 112 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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