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Phoenix-Ampho

RRID:CVCL_H716
Type: Cell Line

Proper Citation

ATCC Cat# CRL-3213, RRID:CVCL_H716

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL _H716

Proper Citation: ATCC Cat# CRL-3213, RRID:CVCL_H716

Description: Cell line Phoenix-Ampho is a Transformed cell line with a species of origin
Homo sapiens (Human)

Sex: Female

Comments: Characteristics: Capable of delivering genes to dividing cells of most
mammalian species, including human., Group: Retrovirus packaging cell line.

Category: Transformed cell line
Organism: Homo sapiens (Human)
Name: Phoenix-Ampho

Synonyms: Phoenix-AMPHO, Phoenix-ampho, Phoenix Ampho, Phoenix ampho,
AmphoPhoenix, Phoenix-A, Phoenix A, PhoenixA, AmphoPack 293

Cross References: BTO:BTO 0006327, ATCC:CRL-3213, ATCC:SD-3443,
Wikidata:Q54947367

ID: CVCL_H716

Vendor: ATCC

Catalog Number: CRL-3213

Hierarchy: cvcl_1926

Record Creation Time: 20250130T072642+0000

Record Last Update: 20260816T001441+0000



https://dknet.org
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Ratings and Alerts
No rating or validation information has been found for Phoenix-Ampho.

Warning: Discontinued: ATCC; SD-3443
Characteristics: Capable of delivering genes to dividing cells of most mammalian species,
including human., Group: Retrovirus packaging cell line.

Data and Source Information

Source: Cellosaurus
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