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CNE-1
RRID:CVCL_6888
Type: Cell Line

Proper Citation

Ubigene Cat# YC-C062, RRID:CVCL_6888

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_6888

Proper Citation: Ubigene Cat# YC-C062, RRID:CVCL_6888

Description: Cell line CNE-1 is a Hybrid cell line with a species of origin Homo sapiens
(Human)

Defining Citation: PMID:206962, PMID:1813165, PMID:7129938, PMID:12645650,
PMID:18196576, PMID:24991015

Comments: Problematic cell line: Contaminated. On the basis of the STR profile
(PubMed=18196576) it is identical to CNE-2 and seems to be a hybrid of HeLa and of cell
line of unknown origin. This is also confirmed by RNASeq data from PubMed=24991015.
Originally thought to originate from a 58 year old female patient with a nasopharyngeal
carcinoma..

Category: Hybrid cell line

Organism: Homo sapiens (Human)

Name: CNE-1

Synonyms: CNE1, CNE

Cross References: BTO:BTO_0006074, BioSample:SAMN06481108,
cancercelllines:CVCL_6888, CCTCC:GDC0208, ChEMBL-Cells:CHEMBL3308055,
ChEMBL-Targets:CHEMBL613824, Cosmic:755504, Cosmic:923773, Cosmic:944909,
Cosmic:1193457, Cosmic:1322946, Cosmic:2366879, GEO:GSM375845,
Progenetix:CVCL_6888, PubChem_Cell_line:CVCL_6888, TOKU-E:3588, Ubigene:YC-
C062, Wikidata:Q54813873

ID: CVCL_6888

Vendor: Ubigene
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Catalog Number: YC-C062

Hierarchy: cvcl_0030

Record Creation Time: 20250130T070735+0000

Record Last Update: 20260816T001308+0000

Ratings and Alerts

No rating or validation information has been found for CNE-1.

Warning:  Problematic cell line: Contaminated. On the basis of the STR profile
(PubMed=18196576) it is identical to CNE-2 and seems to be a hybrid of HeLa and of cell
line of unknown origin. This is also confirmed by RNASeq data from PubMed=24991015.
Originally thought to originate from a 58 year old female patient with a nasopharyngeal
carcinoma.

Registration: International Cell Line Authentication Committee, Register of Misidentified
Cell Lines; ICLAC-00473.
Problematic cell line: Contaminated. On the basis of the STR profile (PubMed=18196576)
it is identical to CNE-2 and seems to be a hybrid of HeLa and of cell line of unknown
origin. This is also confirmed by RNASeq data from PubMed=24991015. Originally thought
to originate from a 58 year old female patient with a nasopharyngeal carcinoma..

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 200 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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