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MA-104
RRID:CVCL_3845
Type: Cell Line

Proper Citation

RCB Cat# RCB0994, RRID:CVCL_3845

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_3845

Proper Citation: RCB Cat# RCB0994, RRID:CVCL_3845

Description: Cell line MA-104 is a Spontaneously immortalized cell line with a species of
origin Chlorocebus pygerythrus (Vervet monkey)

Sex: Sex unspecified

Defining Citation: PMID:4043530, PMID:4626908, PMID:15731278, PMID:16494729,
PMID:19941903, PMID:20143388, PMID:26235236, PMID:28046048, PMID:33389257,
PMID:34737324

Comments: Virology: Susceptible to infection by SARS coronavirus 2 (SARS-CoV-2)
(COVID-19) (PubMed=33389257)., Virology: Susceptible to infection by SARS coronavirus
(SARS-CoV). Produces a lytic infection (PubMed=15731278; PubMed=16494729).,
Virology: Susceptible to infection by many viruses (arboviruses, reoviruses, rotaviruses,
etc.)., Problematic cell line: Misidentified. Originally thought to be of Rhesus macaque
origin but found to be from African Green monkey (PubMed=4043530;
PubMed=20143388) and more precisely from Chlorocebus pygerythrus
(PubMed=34737324).., Group: Non-human primate cell line.

Category: Spontaneously immortalized cell line

Organism: Chlorocebus pygerythrus (Vervet monkey)

Name: MA-104

Synonyms: Ma-104, MA 104, MA104, Microbiological Associates-104

Cross References: BTO:BTO_0004983, CLO:CLO_0007492, CLO:CLO_0007494,
CLO:CLO_0051423, EFO:EFO_0022811, CLDB:cl3324, CLDB:cl3325, CLDB:cl3326,
CLDB:cl3327, ATCC:CRL-2378, BCRJ:0157, BioSample:SAMN03152038, CCLV:CCLV-
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Ratings and Alerts

No rating or validation information has been found for MA-104.

Warning:  Problematic cell line: Misidentified. Originally thought to be of Rhesus macaque
origin but found to be from African Green monkey (PubMed=4043530;
PubMed=20143388).

Registration: International Cell Line Authentication Committee, Register of Misidentified
Cell Lines; ICLAC-00077.
Virology: Susceptible to infection by SARS coronavirus 2 (SARS-CoV-2) (COVID-19)
(PubMed=33389257)., Virology: Susceptible to infection by SARS coronavirus (SARS-
CoV). Produces a lytic infection (PubMed=15731278; PubMed=16494729)., Virology:
Susceptible to infection by many viruses (arboviruses, reoviruses, rotaviruses, etc.).,
Problematic cell line: Misidentified. Originally thought to be of Rhesus macaque origin but
found to be from African Green monkey (PubMed=4043530; PubMed=20143388) and
more precisely from Chlorocebus pygerythrus (PubMed=34737324).., Group: Non-human
primate cell line. Warning:  Discontinued: ATCC; CRL-2378
Virology: Susceptible to infection by SARS coronavirus 2 (SARS-CoV-2) (COVID-19)
(PubMed=33389257)., Virology: Susceptible to infection by SARS coronavirus (SARS-
CoV). Produces a lytic infection (PubMed=15731278; PubMed=16494729)., Virology:
Susceptible to infection by many viruses (arboviruses, reoviruses, rotaviruses, etc.).,
Problematic cell line: Misidentified. Originally thought to be of Rhesus macaque origin but
found to be from African Green monkey (PubMed=4043530; PubMed=20143388) and
more precisely from Chlorocebus pygerythrus (PubMed=34737324).., Group: Non-human
primate cell line.
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We found 11 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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