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TE-1

RRID:CVCL_1759
Type: Cell Line

Proper Citation

RRID:CVCL_1759

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 1759

Proper Citation: RRID:CVCL_1759

Description: Cell line TE-1 is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Male
Disease: Esophageal squamous cell carcinoma

Defining Citation: PMID:520749, PMID:1778766, PMID:2302677, PMID:2420787,
PMID:2990217, PMID:3518877, PMID:8509434, PMID:9096669, PMID:9290701,
PMID:15172977, PMID:17804709, PMID:18973137, PMID:20164919, PMID:22460905,
PMID:26589293, PMID:2739/505, PMID:28224081, PMID:30894373, PMID:31068700,
PMID:31978347, PMID:35839778, PMID:36090890

Comments: Population: Japanese., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line
Organism: Homo sapiens (Human)
Name: TE-1

Synonyms: TE1

Cross References: BTO:BTO_0004601, CLO:CLO_0051369, EFO:EFO_0022658,
ABM:T9161, ArrayExpress:E-MTAB-783, ArrayExpress:E-MTAB-2770, ArrayExpress:E-
MTAB-3610, BCRJ:0371, BioGRID_ORCS_Cell_line:356, BioSample:SAMN03472084,
BioSample:SAMN10988294, cancercelllines:CVCL_1759, CCRID:3101HUMTCHu89,
Cell_Model_Passport:SIDM00369, CGH-DB:305-1, CGH-DB:9254-4, ChEMBL-
Cells:CHEMBL3308178, ChEMBL-Targets:CHEMBL2366092, CLS:305060,
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Ratings and Alerts
No rating or validation information has been found for TE-1.

No alerts have been found for TE-1.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 256 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Zhang C, et al. (2024) Re-evaluation of the relationship between PrPc expression and
patient prognosis in primary esophageal squamous cell carcinoma and primary
hepatocellular carcinoma. Scientific reports, 14(1), 31122.

Gao W, et al. (2024) Enhancer demethylation-regulated gene score identified molecular
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Squamous Cell Carcinoma. Technology in cancer research & treatment, 23,
15330338241295313.

Liu JK, et al. (2023) DPP3 expression promotes cell proliferation and migration in vitro and
tumour growth in vivo, which is associated with poor prognosis of oesophageal carcinoma.
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