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SF268
RRID:CVCL_1689
Type: Cell Line

Proper Citation

RRID:CVCL_1689

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_1689

Proper Citation: RRID:CVCL_1689

Description: Cell line SF268 is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Female

Disease: Astrocytoma

Defining Citation: PMID:2041050, PMID:2829496, PMID:9331090, PMID:10700174,
PMID:15748285, PMID:15900046, PMID:17088437, PMID:18277095, PMID:19365568,
PMID:19372543, PMID:20164919, PMID:20215515, PMID:22068913, PMID:22336246,
PMID:22347499, PMID:22384151, PMID:22628656, PMID:23856246, PMID:23933261,
PMID:24279929, PMID:24670534, PMID:25485619, PMID:25877200, PMID:26589293,
PMID:27377824, PMID:27397505, PMID:27807467, PMID:28196595, PMID:30894373,
PMID:30971826, PMID:31068700, PMID:31733513, PMID:35839778, PMID:38861359

Comments: Population: Caucasian., Part of: NCI-60 cancer cell line panel., Part of: MD
Anderson Cell Lines Project., Part of: JFCR39 cancer cell line panel., Part of: COSMIC
cell lines project., Part of: Cancer Dependency Map project (DepMap) (includes Cancer
Cell Line Encyclopedia - CCLE)., Problematic cell line: Possibly misidentified. Presence of
a Y chromosome in cell line that was thought to be of female origin (STR profile)..

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: SF268

Synonyms: SF-268, SF_268, SF.268, SF 268
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Ratings and Alerts

No rating or validation information has been found for SF268.

Warning:  Problematic cell line: Possibly misidentified. Presence of a Y chromosome in
cell line that was thought to be of female origin (STR profile).
Population: Caucasian., Part of: NCI-60 cancer cell line panel., Part of: MD Anderson Cell
Lines Project., Part of: JFCR39 cancer cell line panel., Part of: COSMIC cell lines project.,
Part of: Cancer Dependency Map project (DepMap) (includes Cancer Cell Line
Encyclopedia - CCLE)., Problematic cell line: Possibly misidentified. Presence of a Y
chromosome in cell line that was thought to be of female origin (STR profile)..

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 8 mentions in open access literature.
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