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ZR-75-30

RRID:CVCL_1661
Type: Cell Line

Proper Citation

RRID:CVCL_1661

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 1661

Proper Citation: RRID:CVCL_1661

Description: Cell line ZR-75-30 is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Female
Disease: Invasive breast carcinoma of no special type

Defining Citation: PMID:688225, PMID:3335022, PMID:10969801, PMID:11044355,
PMID:11414198, PMID:12836015, PMID:16397213, PMID:16417655, PMID:16541312,
PMID:17157791, PMID:19582160, PMID:19593635, PMID:20070913, PMID:20164919,
PMID:22460905, PMID:23151021, PMID:23260012, PMID:23601657, PMID:24009699,
PMID:24094812, PMID:24176112, PMID:25485619, PMID:25877200, PMID:25960936,
PMID:25984343, PMID:26589293, PMID:27397505, PMID:28196595, PMID:30894373,
PMID:31068700, PMID:31395879, PMID:35839778

Comments: Population: African American., Part of: TCGA-110-CL cell line panel., Part of:
MD Anderson Cell Lines Project., Part of: JWGray breast cancer cell line panel., Part of:
ICBP43 breast cancer cell line panel., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line

Organism: Homo sapiens (Human)
Name: ZR-75-30

Synonyms: ZR75-30, ZR7530, ZR 7530

Cross References: BTO:BTO_0004915, CLO:CLO_0009728, EFO:EFO_0001263,
CLDB:cl4822, CLDB:cl4823, CLDB:cl4824, ArrayExpress:E-MTAB-783, ArrayExpress:E-
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MTAB-2706, ArrayExpress:E-MTAB-2770, ArrayExpress:E-MTAB-3610, ArrayExpress:E-
TABM-157, ATCC:CRL-1504, BCRC:60056, BioSample:SAMNO03471856,
BioSample:SAMN10988534, cancercelllines:CVCL_1661, CCRID:1101HUM-
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Ratings and Alerts
No rating or validation information has been found for ZR-75-30.

No alerts have been found for ZR-75-30.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 105 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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