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COLO 829

RRID:CVCL_1137
Type: Cell Line

Proper Citation

RRID:CVCL_1137

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 1137

Proper Citation: RRID:CVCL_1137

Description: Cell line COLO 829 is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Male
Disease: Cutaneous melanoma

Defining Citation: PMID:7780963, PMID:12068308, PMID:14762065, PMID:18698037,
PMID:20016485, PMID:20164919, PMID:20215515, PMID:22460905, PMID:23285177,
PMID:25485619, PMID:25877200, PMID:26589293, PMID:27094764, PMID:27397505,
PMID:28196595, PMID:30894373, PMID:31068700, PMID:31978347, PMID:32587328,
PMID:35839778

Comments: Characteristics: Single cell sequencing has shown that it is composed of four
major sub-clones (PubMed=32587328)., Population: Caucasian., Part of: MD Anderson
Cell Lines Project., Part of: ENCODE project common cell types; tier 3., Part of: COSMIC
cell lines project., Part of: Cancer Dependency Map project (DepMap) (includes Cancer
Cell Line Encyclopedia - CCLE).

Category: Cancer cell line
Organism: Homo sapiens (Human)
Name: COLO 829

Synonyms: COLO-829, Colo-829, Colo 829, COLO #829, COL0O829, Colo829, Colorado
829

Cross References: CLO:CLO_0002563, CLO:CLO_0037123, EFO:EFO_0002140,
CLDB:cl856, ArrayExpress:E-MTAB-38, ArrayExpress:E-MTAB-2706, ArrayExpress:E-
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Ratings and Alerts
No rating or validation information has been found for COLO 829.

Warning: Discontinued: ECACC; 93052611

Characteristics: Single cell sequencing has shown that it is composed of four major sub-
clones (PubMed=32587328)., Population: Caucasian., Part of: MD Anderson Cell Lines
Project., Part of: ENCODE project common cell types; tier 3., Part of: COSMIC cell lines
project., Part of: Cancer Dependency Map project (DepMap) (includes Cancer Cell Line
Encyclopedia - CCLE).

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 8 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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